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A 300 bp and a 100 bp fragment, as well as a 60 bp inverted hairpin structure and sequence from the 3'-region reduced expression of both 24ISO and SSR1 equally. b) Schematic of the construct assembled from three short, distinct 24ISO fragments that resulted in selective downregulation of 24ISO. The three distinct regions A, B and C are underlined in red in a. Table S1 . Accession numbers of DWF1 homologs used in the construction of the phylogenetic tree. Sequences were either found at the 1KP Database, SolGenomics Database or GenBank. 
.|.| GGAACCTTCATGAGTGTGTACTATAAGTCTAAGAAAGGAAGGAAGACTGAGAAGGAGGTGCAGGATGCTGAGCAAGAGACAGCTGAACTTGAGACCCCAG AGGTCGATGAGCCTGCGGATTGAT-------------------TTTAGCATCT----CTTTCTCAGTTT---------------CCTGCACCTCCTTCT

.|||||.||| |||| GTTTGTTTCCTTTGTTTGT------CATGGTAGCTTTG--AACATCTTCTGTC--------CTTG------AGCTTTTTCCCTTT---------TAAC--
TTGCAGTTCGAGAACT---TTAGTGCAA------------ACG--------------------------GAC--GA-TTTTTATTTC------------- |||.|.| ||| |||||.||| .|| ||| || |||||||||| ---CAGCTTG---ACTGGATTAGTTCAATGATCCTCCTATCCGAAATCATATCAAATGTCAGCGTAGTAGACATGATTTTTTATTTCAACTTCTATCAAA ---------------------TTTTTACCTTTCAAGAAGGAATCTGGTGTAAT------------AT-TA----TCATTTT-------------CGCCGC
